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Abstract

Intraspecific and interspecific relationships of subgenus Stereophaedusa were investigated using a

part of mitochondrial cytochrome oxidase subunit 1 gene (approximately 650bp) of the specimens

collected from various places of central and western Japan. Five divergent lineages were found in

individuals identified as Stereophaedusa japonica japonica. There were 44 base differences between

Stereophaedusa japonica japonica individuals collected from Mizuho-ku and Higashi-ku of Nagoya,

suggesting that S. 7. japonica at these places originated from different lineages.
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Table 1. Japanese names, sampling localities, haplotype names, INSD accession numbers and photo numbers for analyzed samples
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2. WS &R
Table 2. Site numbers and details of sampling localities

1 Hrim AT B 18 I RIR AR AL AT Rt
2 SR WA T T R 19 FEERIETRII
3 PR TUR TN (8 A ILE) 20 EEESRET/NE (FRILILEE)
4 Frig IR T/ NIE (A& ) 21 KBFFARE T R Ly
5 PrREAURTIHRIET (5 %6 LEE) 22 RO H s E RATAD ] (PR
6 PR ESR AT NG (AR L E) 23 SRRV AL D T
7 52 SR H T PG v L T R 24 SCEEMARTEIN GREgE Bl
8 FHIRAA TR TR XIS (SRR 25 LR SEF RIS
9 TR A BT R AR BT (L1 ) 26 IR S BRI HT AEAL
10 fEHEKREH-EHR 27 FEIREETE CEOR)
11 AR KRB R A 28 FILREE T K
12 faHRBE s E 29 R S T T S L
13 W R IR R 30 RN RN (BRI
14 IBRRIERCRE A E 31 EMRULRRELTERYE 2 BATEH (BREEEER 1/ &)
15 IR ZEAR I T il 32 IEEEKTE
16 IR VRAE2E R FH AT A6 33 REREILSUNTTNEE XL CFRR)
17 IR R IR TR
i 5 I LRSS 5
Site numbers in this table correspond to those in Fig. 1

130°E| 132°E 134°E| 136°E| 138°E

| | 134°E | 136°E | 1368°E 140°E |

1. ¥ 7 ¥ b )V R & OFEHL S
HWAFRS IR TS T2, FHEORRF I 2O RMBIBI 258 (B 1SHIET 5.
Figure 1. Sampling localities for Stereophaedusa specimens.
Site numbers in this figure correspond to those in table 2. Symbols at the localities correspond to
different lineage (s) in Fig. 2.
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2. COLEfETHEAERY 2 FH VTR L 724 & 9 7 ¥V liE OBk & R
FREFIRUR L72HTIE, 7= P A T v T (270%) &R, ZHRCIE S I aFer e v,
NTTY A THEELFIET 5.
Figure 2. A neighbor-joining tree constructed using COI gene sequences of Stereophaedusa individuals.
Numbers at nodes represent bootstrap probabilities (=70%). Euphaedusa tax (Boettger, 1877)
was used as an outgroup. See table 1 for haplotype names.
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Figure 3A. Shells of Stereophaedusa individuals.
Scale bar : 15 mm. For sampling localities, see Table 1. 1-21: Sterecophaedusa japonica japonica



JIgIEA (2018)  SEIZTHEATIZHED SR - PG HATE F 3 2V Stereophaedusa japonica KT DN SN L 2l B T ORI ED 1

3B, & F 7 FtViliE ik
A — 8= 15 mm. FHEHIE Table 1 228, 2245 ;I ¥+
Figure 3B. Shells of Stereophaedusa individuals.
Scale bar : 15 mm. For sampling localities, see Table 1. 22-45: Stereophaedusa japonica japonica
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Figure 3C. Shells of Stereophaedusa individuals.
Scale bar : 15 mm. For sampling localities, see Table 1. 46-56: Stereophaedusa japonica japonica, 57-60: Stereophaedusa
Japonica pallens, 61, 62: Stereophaedusa goniopoma, 63-67: Stereophaedusa costifera, 68, 69: Stereophaedusa nishinoshimana



